RAW SEQUENCE LISTING 



The Biotechnology Systems Branch of the Scientific and Technical 
Information Center (STIC) no errors detected. 

Application Serial Number: / 0/ {^t^O/P- 
Source: ^^TJ^^^G 
Date Processed by STIC : ^-^/ Y^f^ 



ENTERED 



Page 1 of 8 




IFW16 



RAW SEQUENCE LISTING DATE: 07/14/2006 

PATENT APPLICATION: US/10/525 , 020A TIME: 09:30:49 

Input Set : A:\81356233.APP 

Output Set: N:\CRF4\07142006\J525020A.raw 




3 <110> APPLICANT: YAMAMOTO, KAZUO 

4 SATO, AKIRA 

5 SHIMAUCHI, JUNKO 

6 MATSUMOTO, 14ARIK0 

8 <120> TITLE OF INVENTION: CARBOHYDRATE LIBRARY CONSTRUCTED BY GENE ALTERATION OF 

9 CARGO RECEPTORS 

11 <130> FILE REFERENCE: 081356-0233 

13 <140> CURRENT APPLICATION NUMBER: 10/525, 020A 

14 <141> CURRENT FILING DATE: 2005-02-18 

16 <150> PRIOR APPLICATION NUMBER: PCT/ JP03/01718 

17 <151> PRIOR FILING DATE: 2003-02-18 

19 <150> PRIOR APPLICATION NUMBER: JP 2002-238559 

20 <151> PRIOR FILING DATE: 2002-08-19 
22 <160> NUMBER OF SEQ ID NOS : 33 
24 <170> SOFTWARE: Patentin Ver . 3.3 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 2768 

28 <212> TYPE: DNA 

29 <213> bRGANISM: Homo sapiens 

31 <220> FEATURE: 

32 <221> NAME/KEY: CDS 

33 <222> LOCATION: (22) . . (1554) 
35 <400> SEQUENCE: 1 
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62 95 100 105 

64 gag gtg aca ttt cga gtg act gga aga ggt cga att gga get gat ggc 387 

65 Glu Val Thr Phe Arg Val Thr Gly Arg Gly Arg lie Gly Ala Asp Gly 

66 110 115 120 

68 eta gca att tgg tat gca gaa aat caa ggc ttg gag ggc cct gtg ttt 435 

69 Leu Ala lie Trp Tyr Ala Glu Asn Gin Gly Leu Glu Gly Pro Val Phe 

70 125 130 135 

72 gga tea get gat ctg tgg aat ggt gtt gga ata ttt ttt gat aet ttt 483 

73 Gly Ser Ala Asp Leu Trp Asn Gly Val Gly lie Phe Phe Asp Thr Phe 

74 140 145 150 

76 gae aat gat gga aag aaa aat aat eet get ata gta att ata gge aae 531 

77 Asp Asn Asp Gly Lys Lys Asn Asn Pro Ala lie Val lie lie Gly Asn 

78 155 160 165 170 

80 aat gga caa ate eat tat gae eat caa aat gae ggg get agt caa get 579 

81 Asn Gly Gin lie His Tyr Asp His Gin Asn Asp Gly Ala Ser Gin Ala 

82 175 180 185 

84 ttg gca agt tgc eag agg gae tte cge aae aaa ecc tat cct gte cga 627 

85 Leu Ala Ser Cys Gin Arg Asp Phe Arg Asn Lys Pro Tyr Pro Val Arg 

86 190 195 200 

88 gca aag att acc tat tac eag aae aca etg aea gta atg ate aat aat 675 

89 Ala Lys lie Thr Tyr Tyr Gin Asn Thr Leu Thr Val Met lie Asn Asn 

90 205 210 215 

92 ggc ttt aea eca gat aaa aat gat tat gaa ttt tgt gee aaa gtg gaa 723 

93 Gly Phe Thr Pro Asp Lys Asn Asp Tyr Glu Phe Cys Ala Lys Val Glu 

94 220 225 230 

96 aat atg att ate cct gca caa ggg cat ttt gga ata tct get gca act 771 

97 Asn Met He He Pro Ala Gin Gly His Phe Gly He Ser Ala Ala Thr 

98 235 240 245 250 

100 gga ggt ett gca gat gae cat gat gte ctt tct ttt ctg act tte eag 819 

101 Gly Gly Leu Ala Asp Asp His Asp Val Leu Ser Phe Leu Thr Phe Gin 

102 255 260 265 

104 ttg act gaa cct gga aaa gag ccg ecc aca eca gat aaa gaa att teg 867 

105 Leu Thr Glu Pro Gly Lys Glu Pro Pro Thr Pro Asp Lys Glu He Ser 

106 270 275 280 

108 gaa aag gaa aaa gaa aag tat eag gag gaa ttt gag cac ttt caa caa 915 

109 Glu Lys Glu Lys Glu Lys Tyr Gin Glu Glu Phe Glu His Phe Gin Gin 

110 285 290 295 

112 gaa ttg gat aaa aaa aaa gag gaa tte eag aag ggc cac ecc gae etc 963 

113 Glu Leu Asp Lys Lys Lys Glu Glu Phe Gin Lys Gly His Pro Asp Leu 

114 300 305 310 

116 caa ggg eag cct gcg gag gaa ata ttt gag agt gta gga gat cga gag 1011 

117 Gin Gly Gin Pro Ala Glu Glu He Phe Glu Ser Val Gly Asp Arg Glu 

118 315 320 325 330 

120 eta aga caa gte ttt gaa gga eag aat cgt att eat ctt gaa ate aag 1059 

121 Leu Arg Gin Val Phe Glu Gly Gin Asn Arg He His Leu Glu He Lys 

122 335 340 345 

124 eag etg aae egg eag tta gat atg att ett gat gaa eag aga aga tat 1107 

125 Gin Leu Asn Arg Gin Leu Asp Met He Leu Asp Glu Gin Arg Arg Tyr 

126 350 355 360 
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Pro 


Gly 


Pro 


Thr 


Thr 


Pro 




329 








20 










25 










30 








331 


etc 


ttt 


ctt 


ctt 


ttg 


ttg 


ttg 


ggg 


tct 


gtg 


act 


gcg 


gat 


ata 


act 


gae 


144 


332 


Leu 


Phe 


Leu 


Leu 


Leu 


Leu 


Leu 


Gly 


Ser 


Val 


Thr 


Ala 


Asp 


He 


Thr 


Asp 




333 






35 










40 










45 










335 


ggc 


aac 


agt 


gaa 


cat 


etc 


aag 


egg 


gag 


cat 


teg 


etc 


att 


aag 


ccc 


tac 


192 


336 


Gly 


Asn 


Ser 


Glu 


His 


Leu 


Lys 


Arg 


Glu 


His 


Ser 


Leu 


He 


Lys 


Pro 


Tyr 




337 




50 










55 










60 












339 


caa 


ggg 


gtc 


ggt 


tec 


age 


tct 


atg 


ccc 


etc 


tgg 


gae 


tte 


eag 


ggc 


age 


240 


340 


Gin 


Gly 


Val 


Gly 


Ser 


Ser 


Ser 


Met 


Pro 


Leu 


Trp 


Asp 


Phe 


Gin 


Gly 


Ser 




341 


65 










70 










75 










80 




343 


act 


atg 


etc 


acg 


age 


eag 


tac 


gta 


egt 


ctg 


ace 


cct 


gae 


gag 


cge 


age 


288 


344 


Thr 


Met 


Leu 


Thr 


Ser 


Gin 


Tyr 


Val 


Arg 


Leu 


Thr 


Pro 


Asp 


Glu 


Arg 


Ser 




345 










85 










90 










95 






347 


aaa 


gag 


ggc 


tct 


ate 


tgg 


aac 


eac 


eag 


ecg 


tgc 


tte 


etc 


aaa 


gae 


tgg 


336 


348 


Lys 


Glu 


Gly 


Ser 


He 


Trp 


Asn 


His 


Gin 


Pro 


Cys 


Phe 


Leu 


Lys 


Asp 


Trp 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/525 , 020A 



DATE: 07/14/2006 
TIME: 09:30:51 



Input Set : A:\81356233.APP 

Output Set: N:\CRF4\07142006\J525020A,raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which p;i?esents at least one n or Xaa. 



Seq#:7; N Pos . l/, iX, 1^ i;/, 1/^, 2J^, 2^, 26 , 2^,^^ , 3^, 3^ 
Seq#:14; N Pos. 12,13,15,16,18,19,24,25,27,28,30,31,33,34 
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VERIFICATION SUMMARY DATE: 07/14/2006 

PATENT APPLICATION: US/10/525 , 020A TIME: 09:30:51 

Input Set : A:\81356233.APP 

Output Set: N:\CRF4\07142006\J525020A.raw 

L:574 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7 after pos.:0 
L:700 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:14 after pos.:0 
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